
 

Supplementary Figure 1. The tree of Chinese jujube and its growing environment. The jujube has a very 

long lifecycle, even more than 1000 productive years. It is well adapted to drought and salinity. 



 

 

 

 

 

 

 

Supplementary Figure2. 17-mer frequency distribution of sequencing reads and heterozygosity simulation. 

A K-mer refers to an artificial sequence division of K nucleotides. A sequencing read with L bp contains (L-K+1) 

K-mers if the length of each K-mer is K bp. Typically, K was set as 17 for genome size estimation. The K-mer 

frequency follows a Poisson distribution in a given data set. During deduction, the genome size 

G=K_num/Peak_depth, where the K_num is the total number of K-mer, and Peak_depth is the expected value of 

K-mer depth. Furthermore, if the heterozygous rate is higher, then a small peak will be presented at 1/2 of 

Peak_depth. So this K-mer analysis can be used to roughly determine the heterozygous rate of a given genome. 

The x-axis is depth (X); the y-axis is the proportion, which represents the frequency at that depth divide by the 

total frequency of all the depth. The high heterozygosis rate of jujube caused a sub peak (depth 30X) at the 

position of the half of the main peak (depth 59X). M is stand for heterozygosity, and the two curves are derived 

from heterozygosis simulation. The heterozygosis simulation revealed that the heterozygosis ratio was about 

1.9% (between 1.8% and 2.0%).  

 

 

 

 

 

 

 

 

 

 

 

 

http://cn.bing.com/dict/clientsearch?mkt=zh-CN&setLang=zh&form=BDVEHC&ClientVer=BDDTV3.3.0.4311&q=%E4%BB%A3%E8%A1%A8...%E6%84%8F%E6%80%9D
http://cn.bing.com/dict/clientsearch?mkt=zh-CN&setLang=zh&form=BDVEHC&ClientVer=BDDTV3.3.0.4311&q=%E6%9D%82%E5%90%88%E7%8E%87
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Supplementary Figure 3. GC distribution in  Ziziphus jujuba, Vitis vinifera and Prunus persica. 



 

 

 
Supplementary Figure 4. The pseudo-molecules of the 12 chromosomes ordered by genetic length. Construction of the genetic map with 55,743 segregated SNP sites, 

we got all the genotypeôs X
2
 test. In Join map 4.0, X

2
 Ů 10 (P value 0.01). At last, we just have 4033 SNP remained. With these markers, the genetic map had been 

constructed. The parameter was LOD start-end (7.0 to 15, step, 1.0). The locations of the 4 randomly selected BACs analyzed in Supplementary Fig. 5 are shown by red 

arrows.



 

 

 

 

 

 

Supplementary Figure 5. Alignments for the 4 randomly picked BAC clones and scaffolds. To evaluate the 

completeness and accuracy of the jujube assembly, read depth on the BACs was calculated by mapping the short 

reads onto the BAC sequences. The predicted genes, SSR and annotated transposable elements (TEs) are shown, 

respectively. 

 

 



 

 

 
 

Supplementary Figure 6. The tissue-specific genes of the jujube. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

Supplementary Figure 7. Divergence rate of transposable elements in the jujube genome. The divergence 

rate was calculated based on the alignment between the RepeatMasker annotated repeat copies and the consensus 

sequence in the repeat library (RepBase). 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

Supplementary Figure 8. The synteny of some gene blocks in Chr1 (9.20-14.68 Mb) with other 

chromosomes.  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Figure 9.  Deciduous bearing shoot (D) and persistently lignif ied bearing shoot (P).  

a, fruiting status of D; b, fruiting status of P; c, left shows the joint point of D and right shows the joint 

point of P; d, the stem of D (lower) and P (up) after removing leaves.  
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http://www.ncbi.nlm.nih.gov/nucest/?term=jujube













