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and action cannotbe overstated. At present, UN organiza-
tions such as the children’s charity UNICEF and the World
Food Programme are operating in emergency mode.
Research often suffers when budgets are stretched and
personnel have to be redeployed — in this case to more
pandemic-facing roles. But these organizations still need
research. They still need to be able to draw on people who
have thetime to think and gather evidence; people withthe
time toreflect on that knowledge before providing advice
and answering questions fromtheir colleagues on the front-
line, and from policymakers and colleaguesin other roles.

Suchhands-onresearch willnotbe for the GSDR authors
to do, but they could help UN agencies and countries to
think about how to meet their research needs during the
pandemic. Researchers need to test different strategies to
help children whose families lack access to smartphones,
laptops and broadband. They need to study the effect the
pandemic is having on health systems. And, as govern-
ments rush to revive economic growth, there is a moun-
tain of research to be done on the pandemic’s economic
impactand on how to make recovery asgreen as possible.
The SDGs will not be met unless research can shine a light
on these and other issues.

The UNand its science advisers — on the SDGs especially
—need to work at speed, and involve under-represented
communities, all of which will require extra resources,
including more people and more funding. Without this,
it's not realistic to expect them to work differently. But
business as usualis not an option. Continued research will
be needed to support action to end the current crisis and
get onto a pathway to greater well-being and, eventually,
prosperity and environmental sustainability. The UN’s
science advisers have been given a bigger responsibility
than many are ever likely to face. Everyone must be ready
to work with them and help them succeed.

Find anaming
system for
coronavirusvariants

Geographic associations risk stigma.
Researchers must quickly agree on amore
meaningful and universal nomenclature.

arlier thismonth, the World Health Organization
(WHO) convened a meeting at which, among
other things, experts discussed guidelines
for naming variants of the coronavirus (see
page 339). The need is urgent, because there’s
no agreed naming system. Until one can be established,
researchers are developing their own nomenclature. At
the same time, media organizations and policymakers
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Publications
and
policymakers
should

avoid using
names with
geographical
elements.”

around the world are filling the void by naming coronavirus
variantsaccordingto the places where the first cases were
identified. Suchapracticeisunderstandablein the middle
of a pandemic, when new data are continually emerging
and need to be communicated quickly. But connecting
viruses to identifiable places also carries dangers, one
of which is the risk of stigmatizing people (see Nature
580, 165; 2020). The absence of an agreed system also
prevents consistency in naming, which is a hindrance for
researchers, such as those who study the transmission of
virus variants.

Itisonly six years since the WHO introduced guidelines
toenda previous practice of associating viral diseases with
thelandscapes, regions, people or cultures where the first
outbreaks occurred — a habit that resulted in names such
asMiddle East respiratory syndrome, or Zika virus, named
after aforest in Uganda. These guidelines were intended
to protect people from the erroneous suggestion that
their region somehow caused a virus, and to reinforce
that everyone is at risk from an outbreak, irrespective of
where they come from. But these guidelines do not refer
to variants — only to the naming of new human infectious
diseases.

Patchwork system

Agreed-on nomenclature does exist for the different
varieties of other viruses, such as influenza, but not yet
for SARS-CoV-2.Inits absence, various naming conventions
are proliferating. Forexample, the team that identified one
variant in South Africa named it 501Y.V2, after a substitu-
tioninthe 501st amino acid site of the virus’s spike protein.
By contrast, Public Health England is calling a variantiden-
tified late last year VOC 202012/01 — in which VOC stands
for ‘variant of concern’, and the numbers include a refer-
encetothe monthandyear of discovery. Other groups are
usingthe name B.1.1.7 for the same variant; this label comes
from a classification system based on the evolutionary
relationships of viruses. The situation is confusing. These
names are not only conflicting, but almost impossible for
non-specialists to follow.

Those who are discussing astandardized nomenclature
must work quickly, as more variants continue to
be discovered. At the same time, publications and
policymakers should, as much as possible, avoid using
names with geographical elements — such as ‘UK variant’
or ‘South African variant’. It is more informative to use a
construction that describes where the virus wasidentified
and includes one of the scientific names. For example: ‘a
variant called B.1.1.7, which was identified in the United
Kingdom in late 2020’. The scientific name can be used
alone thereafter.

More coronavirus variants are likely to be found in
the coming weeks and months — by the middle of 2020,
there were more than 35,000 complete or near-complete
genome sequences of the coronavirus, and the number
continues to grow. Anagreed nomenclature willboth stop
the use of place-based names and provide researchers such
as epidemiologists with the commonly agreed labels that
they are keenly awaiting.
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